RAW SEQUENCE LISTING DATE- 09/20/?nni 

PATENT APPLICATION: 05/09/945,326 Till': 13 

Input Set : A:\seqlist.txt 

Output Set: N:\CRF3\09202001\I945326.raw 

4 <110> APPLICANT: Meyers, Rachel ENT 

5 Hunter, John Joseph 

8 OSES ' OEHyDHO=E»ASE A»D 

10 <130> FILE REFERENCE: MNI-187 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/945 326 
C--> 12 <141> CURRENT PILING DATE: 2001-08-31 

12 <150> PRIOR APPLICATION NUMBER: 60/229 831 

13 <151> PRIOR FILING DATE: 2000-08-31 
15 <160> NUMBER OF SEQ ID NOS • 3 

^9 il'.nt ^^^tSEQ for Windows Version 4.0 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 2452 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Homo sapiens 

24 <220> FEATURE: 

25 <221> NAME/KEY: CDS 

26 <222> LOCATION: ( 67 ) . . . ( 1932 ) 
28 <400> SEQUENCE: 1 



60 
108 



156 



204 



252 



31 Met Ser Gly Cys Gly Leu Phe Leu Arg Thr Thr Ala 111 S 

5 20 

3. S t^i c- in s I- ?s I?, - - s 
II s- i?. .| - s lit s i ^ - ^s: i 
II -I tr. -I - -1 III i - z z £ I- 
'i s 1- s III i IT. - - i 111 - 

H ?S IS lit Z Z i - III i z - III 3.a 

85 

s I" I?. I- ^ I- - - s - in - - 

luu 105 

H 111 ^ m m S 1% 111 S L" til - - 

H o'?^ Its ir. s si= LI i:.^ S ir. s S 
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RAW SEQUENCE LISTING DATE: 09/20/2001 

PATENT APPLICATION: US/09/945,326 TIME: 13:49:51 

Input Set : A:\Seqlist.txt 

Output Set: N:\CRF3\09202001\I945326.raw 



66 gca gcg cac cag get att ggc etc aag ggg ate ate ttg get ggc aet 540 

67 Ala Ala His Gin Ala He Gly Leu Lys Gly He He Leu Ila Gly Thr 

00 145 " 

70 



104 290 
106 



295 300 



588 



636 



684 



150 155 
gag gag cag aaa gcc aaa tac ttg cct aaa ctg gcg tec ggg gag cac 
71 Glu Glu Gin Lys Ala Lys Tyr Leu Pro Lys Leu Ala Ser G^y G^u His 
^2 160 165 

75 ill 111 ^^t T T ^^"^ gca gcc 

75 lie Ala Ala Phe Cys Leu Thr Glu Pro Ala Ser Gly Ser Asp Ala Ala 

180 185 

79 IZ tT. c^"" ^""^ ""^^ 9ac aag aag cae tac ate 

79 ser He Arg Ser Arg Ala Thr Leu Ser Glu Asp Lys Lys His Tyr He 

DO -^^^ 200 205 

82 etc aat ggc tec aag gtc tgg att aet aat gga gga ctg gcc aat att 732 

83 Leu Asn Gly Ser Lys Val Trp He Thr Asn lly Hy Leu Ala A^n He 

210 215 220 

«7 tf' ^V" 5tc gtt gat tet gat gga tea gtg 780 

87 Phe Thr Val Phe Ala Lys Thr Glu Val Val Asp Ser Asp G^y Ser Val 
225 230 235 

90 aaa gac aaa ate aca gca tte ata gta gaa aga gac ttt ggt gga gtc 828 

91 Lys ASP Lys He Thr Ala Phe He Val Glu Arg Asp Phe lly lly yel 

92 240 245 250 



95 Thr .s„ Cly L.. Pro OXu isp ..s I.a„ Hi sar ITn 

265 270 

99 ^vs Ilu vl^ T ^tg gaa aac ate ett 924 

99 Cys Glu val His Phe Glu Asn Thr Lys He Pro Val Glu Asn He Leu 



280 285 
^nl rit r^^ '^"^ 9CC atg aac ate etc aac age 972 

103 Gly Glu val Gly Asp Gly Phe Lys Val Ala Met Asn He Leu Asn Ser 



1020 
1068 



107 r^l 11"" o'"" ^^"^ get ggg ctg etc aag aga ttg 

107 Gly Arg Phe Ser Met Gly Ser Val Val Ala Gly Leu Leu Lys Arg Leu 
305 310 315 

111 T^l ri^ T "'^'^ ^''^ ^59 aaa cag ttt aac aag 

111 He Glu Met Thr Ala Glu Tyr Ala Cys Thr Arg Lys Gin Phe Asn Lys 

112 320 325 330 ^ 

114 agg etc agt gaa ttt gga ttg att cag gag aaa ttt gca ctg atg get 1116 

115 Arg Leu Ser Glu Phe Gly Leu He Gin Glu Lys Phe La Leu Me? Ma 
]]l ^"^^ 345 350 

118 cag aag get tac gtc atg gag agt atg ace tac etc aca gca ggg atg 1164 

119 Gin Lys Ala Tyr Val Met Glu Ser Met Thr Tyr Leu Thr Ala G^y Me? 

355 360 365 

rl^ ''''^ tee htc gag gca gee atg gtg 1212 

123 Leu ASP Gin Pro Gly Phe Pro Asp Cys Ser He Glu Ala Ala Me? vll 

375 380 

127 rll v^? 11" c^'' ^^'^ gtg agt gag gcg ctg 1260 

127 Lys val Phe Ser Ser Glu Ala Ala Trp Gin Cys Val Ser Glu Ala Leu 
^^'^ 385 390 395 

130 cag ate etc ggg ggc ttg ggc tac aca agg gac tat ceg tac gag cge 1308 
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RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/945,326 

Input Set : A:\Seqlist.txt 

Output Set; N:\CRF3\09202001\l945326.raw 



DATE: 09/20/2001 
TIME: 13:49:51 



131 Gin He Leu Gly Gly Leu Gly Tyr Thr Arg Asp 



132 400 405 

134 ata ctg cgt gac acc cgc ate etc etc ate tte 

135 He Leu Arg Asp Thr Arg He Leu Leu He Phe 

136 415 420 425 

138 att etc egg atg tac ate gee ctg aeg ggt ctg 

139 He Leu Arg Met Tyr He Ala Leu Thr Gly Leu 

140 435 440 

142 ate etg act acc agg ate cat gag ctt aaa eag 

143 He Leu Thr Thr Arg He His Glu Leu Lys Gin 

144 450 455 

146 gte atg gat aee gtt gge egg agg ctt egg gac 

147 Val Met Asp Thr Val Gly Arg Arg Leu Arg Asp 

148 465 470 

150 gtg gac ctg ggg etg aea gge aae eat gga gtt 

151 Val Asp Leu Gly Leu Thr Gly Asn His Gly Val 

152 480 485 

154 geg gae agt gee aae aag ttt gag gag aac acc 

155 Ala Asp Ser Ala Asn Lys Phe Glu Glu Asn Thr 

156 495 500 505 

158 acc gtg gag aea etg etg etc ege ttt gge aag 

159 Thr Val Glu Thr Leu Leu Leu Arg Phe Gly Lys 

160 515 520 

162 eag etg gta etg aag egg gtg gee aac ate etc 

163 Gin Leu Val Leu Lys Arg Val Ala Asn He Leu 

164 530 535 
16 6 atg aeg gee gtg etg teg egg gee age cgc tee 

167 Met Thr Ala Val Leu Ser Arg Ala Ser Arg Ser 

168 545 550 

170 cgc aac eac gac cae gag gtt etc ttg gee aae 

171 Arg Asn His Asp His Glu Val Leu Leu Ala Asn 

172 560 565 

174 get tac ttg eag aat etc tte age etc tct cag 

175 Ala Tyr Leu Gin Asn Leu Phe Ser Leu Ser Gin 

176 575 580 585 

178 eca gaa aae eta gat gag eag att aag aaa gtg 

179 Pro Glu Asn Leu Asp Glu Gin He Lys Lys Val 

180 595 600 

182 gag aag ega gee tat ate tgt gee eac cct ctg 

183 Glu Lys Arg Ala Tyr He Cys Ala His Pro Leu 

184 610 615 

186 ggcaggggae agtgtceeet getaeegece gecectacce 

187 tgttactett tttteagaag gtgttgggat tatcacaggt 

188 tgcacetgaa gggttgtegc etggcetggg agagcetett 

189 agtgctetet aacaggacea tcaeagette tgaactgage 

190 getgacceet ggaaetggeg ggtattetgg tcattgagga 

191 ggcttatget gctgcetcea gggtgtgagg tgggtgggga 

192 ceatttctge teaaccacac attetetaag aaaeagcttg 

193 eatttaaact agaageagag geacttaaaa eatgtaeeag 



Tyr Pro Tyr Glu Arg 
410 

gag gga ace aat gag 
Glu Gly Thr Asn Glu 
430 

cag cat gee gge cgc 
Gin His Ala Gly Arg 
445 

gee aaa gtg age aea 
Ala Lys Val Ser Thr 
460 

tec ctg gge cga act 
Ser Leu Gly Arg Thr 
475 

gtg eac cec agt ctt 
Val His Pro Ser Leu 
490 

tac tgc tte gge egg 
Tyr Cys Phe Gly Arg 
510 

ace ate atg gag gag 
Thr He Met Glu Glu 
525 

ate aac etg tat gge 
He Asn Leu Tyr Gly 
540 

ate cgc att ggg etc 
He Arg He Gly Leu 
555 

ace tte tgc gtg gaa 
Thr Phe Cys Val Glu 
570 

ctg gac aag tat get 
Leu Asp Lys Tyr Ala 
590 

tec cag eag ate ctt 
Ser Gin Gin He Leu 
605 

gae agg ,aca tgc tga 
Asp Arg Thr Cys * 
620 

atggeecgtt gctggatgac 
taagectttt gttccccgtc 
ccaggttttg acctgeagge 
cggagagaga gaatggaatt 
gaeaceatag tggaaaetgg 
ectgtgtcag gtgtggatag 
aaagctctgt etgggtcatt 
gaaceattta aeaaagaata 



1356 



1404 



1452 



1500 



1548 



1596 



1644 



1692 



1740 



1788 



1836 



1884 



1932 



1992 
2052 
2112 
2172 
2232 
2292 
2352 
2412 
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RAW SEQUENCE LISTING DATE- 09/20/2001 

PATENT APPLICATION: US/09/945,326 TIMe! 13:49:51 

Input Set : A:\Seqlist, txt 

Output Set: N:\CRF3\09202001\I945326.raw 

194 taaaatgtca caatctgtgt actgttaaaa aaaaaaaaaa 04^0 

196 <210> SEQ ID NO: 2 

197 <211> LENGTH: 621 

198 <212> TYPE: PRT 

199 <213> ORGANISM: Homo sapiens 

201 <4 00> SEQUENCE: 2 

202 Met Ser Gly Cys Gly Leu Phe Leu Arg Thr Thr Ala Ala Ala Arg Ala 

203 1 5 20 



204 



15 



Cys Arg Gly Leu Val Val Ser Thr Ala Asn Arg Arg Leu Leu Arq Thr 



30 



205 20 25 

206 Ser Pro Pro Val Arg Ala Phe Ala Lys Glu Leu Phe Leu Gly Lys He 

207 35 40 45 

208 Lys Lys Lys Glu Val Phe Pro Phe Pro Glu Val Ser Gin Asp Glu Leu 

209 50 55 go 

210 Asn Glu He Asn Gin Phe Leu Gly Pro Val Glu Lys Phe Phe Thr Glu 

211 65 70 75 gQ 

212 Glu. Val Asp Ser Arg Lys He Asp Gin Glu Gly Lys He Pro Asp Glu 

213 85 90 95 

214 Thr Leu Glu Lys Leu Lys Ser Leu Gly Leu Phe Gly Leu Gin Val Pro 

215 100 105 110 

216 Glu Glu Tyr Gly Gly Leu Gly Phe Ser Asn Thr Met Tyr Ser Arg Leu 

217 115 120 125 

218 Gly Glu He He Ser Met Asp Gly Ser He Thr Val Thr Leu Ala Ala 

219 130 135 3^40 

00? lie Leu Ala Gly Thr Glu Glu 

221 145 150 155 160 

222 Gin Lys Ala Lys Tyr Leu Pro Lys Leu Ala Ser Gly Glu His He Ala 

223 165 270 175 

224 Ala Phe Cys Leu Thr Glu Pro Ala Ser Gly Ser Asp Ala Ala Ser He 

225 180 185 190 

226 Arg Ser Arg Ala Thr Leu Ser Glu Asp Lys Lys His Tyr He Leu Asn 
22/ 195 200 205 

228 Gly Ser Lys Val Trp He Thr Asn Gly Gly Leu Ala Asn He Phe Thr 

229 210 215 220 

o^? '^^'^ Ser Asp Gly Ser Val Lys Asp 

III 235 240 

232 Lys He Thr Ala Phe He Val Glu Arg Asp Phe Gly Gly Val Thr Asn 

233 245 250 255 

234 Gly Lys Pro Glu Asp Lys Leu Gly He Arg Gly Ser Asn Thr Cys Glu 

235 260 265 270 

236 Val His Phe Glu Asn Thr Lys He Pro Val Glu Asn He Leu Gly Glu 

237 275 280 285 

238 Val Gly Asp Gly Phe Lys Val Ala Met Asn He Leu Asn Ser Gly Arg 

239 290 295 300 

240 Phe ser Met Gly Ser Val Val Ala Gly Leu Leu Lys Arg Leu He Glu 

241 305 310 315 

242 Met Thr Ala Glu Tyr Ala Cys Thr Arg Lys Gin Phe Asn Lys Arg Leu 

243 325 330 335 

244 ser Glu Phe Gly Leu He Gin Glu Lys Phe Ala Leu Met Ala Gin Lys 
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HAW SEQUENCE LISTING DATE- QQ/7()/onn^ 

PATENT APPLICATION: US/09/945,326 rill': ?3f49f5r 

Input Set : A:\Seqlist.txt 

Output Set: N:\CRF3\09202001\I945326.raw 



245 340 



246 Ala Tyr Val Met Glu Ser Met Thr T^r Leu Thr Ala Gly MeJ Leu Asp 
355 360 355 ^ 

III 37° ser He Glu Ala Ala Met Val Lys Val 

250 Phe ser Ser Glu Ala Ala Trp Gin Cys Val Ser Gl2 Ala Leu Gin He 



252 Leu Gly Gly Leu Gly r^r Thr Arg Asp Tyr Pro Tyr Glu Arg He Lei 

253 405 



254 Arg Asp Thr Arg He Leu Leu He Phe gII Gly Thr Asn Glu He Leu 

^25 430 
256 Arg Met Tyr He Ala Leu Thr Gly Leu Gin His Ala Gly Arg He Leu 

435 440 



258 Thr Thr Arg He His Glu Leu l^s Gin Ala Lys Val Ser Thr Val Met 



^50 

260 ASP Thr val Gly Arg Arg Leu Arg Asp Ser Leu Gly Arg Thr Val Asp 

262 Leu Gly Leu Thr Gly Asn His Gly Val Val hIs Pro Ser Leu Ala Asp 

485 490 495 

264 ser Ala Asn Lys Phe Glu Glu Asn Thr Tyr Cys Phe Gly Arg Thr Val 

500 505 
266 Glu Thr Leu Leu Leu Arg Phe Gly Lys Thr He Met Glu Glu Gin Leu 
icL 520 525 

268 val Leu Lys Arg Val Ala Asn He Leu He Asn Leu Tyr Gly Met Thr 

535 540 

Arg Ser He Arg He Gly Leu Arg 

272 His ASP His Glu Val Leu Leu Ala Asn Thr Phe Cys Val Glu Ala T^r 



270 Ala val Leu Ser Arg Ala Ser Arg Ser He Arg He Gly Leu Arg Asn 

Val 

570 575 
274 Leu Gin Asn Leu Phe Ser Leu Ser Gin Leu Asp Lys Tyr Ala Pro Glu 
ii^ ^ 585 . 590 

276 Asn Leu Asp Glu Gin He Lys Lys Val Ser Gin Gin He Leu Glu Lys 

600 605 
278 Arg Ala Tyr He Cys Ala His Pro Leu Asp Arg Thr Cys 

615 620 

282 <210> SEQ ID NO: 3 

283 <211> LENGTH: 1863 

284 <212> TYPE: DNA 

285 <213> ORGANISM: Homo sapiens 

287 <220> FEATURE: 

288 <221> NAME/KEY: CDS 

289 <222> LOCATION: (1)... (1863) 
291 <400> SEQUENCE: 3 

III ill c^"" ''^^ <3ct gcg get cgt gcc 

293 Met ser Gly Cys Gly Leu Phe Leu Arg Thr Thr Ala La Ala Arg Ila 

296 tgc egg ggt ctg gtg gtc tct acc gcg aac egg egg eta ctg cqe ace 96 

297 cys Arg Gly Leu Val Val Ser Thr Ala Asn A^g A^g Leu Leu Arg ?hr 
^ 20 25 30 



48 
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PATENT application: „S/0V«5,.« J^f.^'f^^"" 

Input Set : A:\Seqlist.txt 
Output Set: N:\CBF3\09202001\l945326.raw 
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